Supplementary Figure 5 (Papazoglou et al., 2023)

A DEGs with highest and lowest significant fold changes (FC > 1.5 and FC < -1.5, respectively):
APP/PS1 vs. WT - @- Retrosplenial Cortex
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Supplementary Figure 5 (Papazoglou et al., 2023)

B DEGs with highest and lowest significant fold changes (FC > 1.5 and FC <-1.5, respectively):
APP/PS1 vs. WT - - Hippocampus
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C DEGs with highest and lowest significant fold changes (FC > 1.5 and FC < -1.5, respectively):
APP/PS1 vs. WT - o~ Retrosplenial Cortex
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D DEGs with highest and lowest significant fold changes (FC > 1.5 and FC < -1.5, respectively):
APP/PS1 vs. WT - o~ Hippocampus
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